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Abstract: Morphogenesis of organism is controlled by the program expression of genome,it to be the core field

of complex biosystem study of pattern genetics and system biotechnology. Gene-protein expression and neuron-endocrine

signaling, construct the bi-direction regulation of biosystem development and evolution,and is the structural,functional,

evolutional foundation of central biological information control system. Cell signal transduction and gene differential

expression,is the transformation system of cell dynamics of gene regulation of morphogenesis, which forms the cybernetic

rhythm of bio-molecules interaction and cell proliferation,differentiation, migrant and apoptosis. Rhythm-shape

transformation system means the correction between the genes-proteins map in genome-proteome to the cells cycle-

cytogenesis map in organism.
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